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addReleve addReleve

Description

Writing and editing your releves

Usage

addReleve(
DATABASE = "NEW",
SAVE = "default”,
checklist = "default”,
extrahead = NULL

)
Arguments
DATABASE name of csv files for releve table and header - database
SAVE name of exporting database
checklist custom checklist
extrahead extra rows in header
Value

export two csv files, one for releve and one for header

Examples

## NOT RUN

if (interactive()) {
addReleve()
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CreateChecklist CreateChecklist

Description

Create a custom checklist with species shortnames

Usage

CreateChecklist(specieslist, export = "export")

Arguments

specieslist path to list of species

export name of your exported checklist file

Value

txt file

Examples

## NOT RUN

if (interactive()) {

CreateChecklist(specieslist = paste@(path.package("Rveg"),
"/extdata/SpeciesList"))

}

RvegCheck RvegCheck

Description

Checking your DATABASE for duplicity and allowing to export table with full species name (not
editable anymore).

Usage
RvegCheck(
DATABASE,
fullnames = FALSE,
export = "export”,

checklist = "default”



Arguments
DATABASE name of csv files for releve table and header - database
fullnames logical value if you want to add fullnames to the database
export name of exporting database
checklist checklist used to match shortnames with species name
Value

Export csv file releve table

Examples

## NOT RUN
if (interactive()) {
RvegCheck (DATABASE = paste@(
path.package("Rveg"),
"/extdata/example_db"

RvegCombine

))
read.csv("exportREL.csv", row.names = 1)
3
RvegCombine RvegCombine
Description

Merging species or layers in the database

Usage

RvegCombine(database, export = "export”, checklist = "default")

Arguments
database name of the loading database
export name of the exported database
checklist checklist to be used

Value

export two csv files, one for releve and one for header



RvegMerge

Examples

## NOT RUN
if (interactive()) {
RvegCombine(database = pasted(
path.package("Rveg"),
"/extdata/example_db"

D)
read.csv("exportREL.csv"”, row.names = 1)
}
RvegMerge RvegMerge
Description

Merge two Rveg databases

Usage

RvegMerge(x, y, save = "export_merge"”, head = TRUE)

Arguments

X name of first database

y name of second database

save name of exported databes

head logical value if want to merge header
Value

export two csv files, one for releve and one for header

Examples

## NOT RUN
if (interactive()) {
RvegMerge(x = paste@(
path.package("Rveg"),
"/extdata/example_db"
), y = pasteo(
path.package("Rveg"),
"/extdata/example_db"
D)
read.csv("export_mergeREL.csv", row.names = 1)

}



RvegToTv

RvegToJuice RvegToJuice

Description

Export Rveg database to Juice software compatible format

Usage

RvegToJuice(Data, checklist = "default”, export = "export")

Arguments
Data name of your Rveg database
checklist path to your custom species checklist
export name of your exported csv file

Value

csv file which is readible by Juice

Examples

## NOT RUN
if (interactive()) {
RvegToJuice(Data = paste@(
path.package("Rveg"),
"/extdata/example_db"

D)
read.csv("export.csv”, header = FALSE)
}
RvegToTv RvegToTv
Description

Export Turboveg csv compatible file

Usage

RvegToTv(database, export = "export”, ver = 3, checklist = "default”)



tvIoRveg

Arguments

database path to Rveg database
export name of your exported Tv file
ver version of TURBOVEG

checklist checklist to match Fullnames

Value

csyv file

Examples

## NOT RUN
if (interactive()) {
RvegToTv(database = paste@(
path.package("Rveg"),
"/extdata/example_db"
»
3

tvToRveg TvIoRveg

Description

Export Turboveg csv file to Rveg database compatible format

Usage

tvToRveg(tv, export = "export”, checklist = "default")

Arguments

tv path to Turboveg csv export

export name of your exported database

checklist checklist used to match shortnames with species name
Value

csv file



8 tvIoRveg

Examples

## NOT RUN
if (interactive()) {
tvToRveg(tv = paste@(
path.package("Rveg"),
"/extdata/tvexport.csv”
D)
read.csv("exportREL.csv"”, row.names = 1)

}
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